Supplementary
: Chromatin clustering through HMGA1a-eGFP overexpression in human HepG2 cells analyzed by confocal microscopy. Low HMGA1a-eGFP expression does not alter nuclear chromatin distribution (aa''), whereas high overexpression leads to chromatin clustering (b-b''). Bars indicate 10 µm. To extract fluorescence density information the resolution of the image was reduced later to a pixel size of 220 nm. A high density of HMGA1 signals results in pixels with high intensities and vice versa. Low expression (green curve) shows many medium pixel intensities (200,000-600,000). In contrast high expression (red curve) shows pixels with lower intensities (< 200,000) as well as pixels with higher intensities (> 600,000) indicating a different distribution of proteins.
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Supplementary Figure 2:
Overview of purified proteins used in the DNA cross-linking assay. 10 μg of each protein, the same amount used for the assay, was separated using SDS-PAGE and Coomassie staining. Names of analyzed HMG proteins are indicated above the corresponding lane. Molecular weights indicated are in kDa. 
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